GO:0005515 protein binding

G0:0005488 binding

G0:0000981 RNA polymerase Il transcription factor
activity, sequence-specific DNA binding

G0:0019899 enzyme binding

G0:0043169 cation binding

GO:0046872 metal ion binding

G0:0042802 identical protein binding
G0:0044877 macromolecular complex binding

GO:1990837 sequence-specific double-stranded DNA binding

G0:0001071 nucleic acid binding
transcription factor activity

G0:0003700 transcription factor activity,
sequence-specific DNA binding

GO:0043167 ion binding
GO:0001067 regulatory region nucleic acid binding
GO:0000975 regulatory region DNA binding

G0:0044212 transcription regulatory region DNA binding

G0:0000976 transcription regulatory
region sequence-specific DNA binding

GO:0001012 RNA polymerase Il regulatory region DNA binding

G0:0000977 RNA polymerase Il regulatory
region sequence-specific DNA binding

GO:0003690 double-stranded DNA binding

GO:0005102 receptor binding
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GO:0005737 cytoplasm {
GO:0044464 cell part

GO:0005623 cell

GO:0043227 membrane-bounded organelle
GO:0044444 cytoplasmic part

GO:0005622 intracellular

GO:0044424 intracellular part

GO:0043226 organelle

GO:0043231 intracellular membrane-bounded organelle
GO:0043229 intracellular organelle

GO:0031982 vesicle

GO:0044422 organelle part

GO:0044446 intracellular organelle part
GO:0098805 whole membrane {

GO:0098588 bounding membrane of organelle
GO:0031988 membrane-bounded vesicle
GO:0071944 cell periphery |

GO:0012505 endomembrane system
G0:0031090 organelle membrane {

G0:0005829 cytosol
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